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a op: opal suppression: Sec or W, depending on Se availability 

TGAN-7 production was Se^enhanced; Se supplementation yielded larger (3^x diameter) and 
more (10x) plaques. 

_T11i - ^ Library TGAN clones. TGAN-1 was expressed as a pMal-pIII 

fusion, and tryptophan incorporation was verified by N-terminal sequencing. 
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<Xatt»£*- Selected TGAT library clones. TGAT-13 carried a T -> C point 
mutation within the opal codon. 
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